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DESCRIPTION	
PEG–protein	 conjugates,	 or	 PEGylated	 proteins,	 are	 an	 important	 class	 of	 modern	
therapeutic	drugs.	However,	PEGylated	proteins	must	be	 characterized	and	purified	
before	 use	 in	 order	 to	 meet	 the	 stringent	 regulatory	 requirements	 that	 demand	
proven	clinical	efficacy	and	safety.	The	process	of	PEGylation	involves	formation	of	a	
stable	 covalent	 bond	 between	 activated	 PEG	 (polyethylene‐glycol)	 and	 the	
polypeptide	drug	of	interest.	PEGylation	changes	the	physical	and	chemical	properties	
of	 the	 biomedical	 molecule,	 such	 as	 its	 conformation,	 electrostatic	 binding,	 and	
hydrophobicity;	resulting	in	an	improvement	in	the	pharmacokinetic	behavior	of	the	
drug	[1].	
Conjugation	may	 result	 in	 the	 generation	 of	 a	 family	 of	 species	 characterized	 by	 a	
distribution	in	number	and	position	of	attached	PEG	groups	[2].	As	PEGylated	variants	
are	not	equal	in	their	effectiveness,	it	is	desirable	to	resolve	heterogeneous	conjugate	
mixtures	into	effective	subpopulations	using	adequate	separation	strategies.	
Due	the	above,	in	this	project	the	use	of	a	High	Throughput	Screening	for	separation	of	
PEGylated	proteins	using	mixed	mode	resins	is	proposed	[3].	The	main	contribution	of	
this	work	 is	 the	study	of	 the	 interaction	between	mixed	mode	resins	and	PEGylated	
proteins.	 Since	until	 now	 these	 resins	have	not	been	exploited	 for	 the	 separation	of	
such	proteins.		To	know	the	effects	of	several	factors	as:	molecular	weight	of	PEG,	type	
and	concentration	of	salt	and	type	of	resin	upon	the	adsorption	isotherms	will	permit	
to	understand	the	mechanisms	that	acting	 in	 the	partition.	 In	addition	to	establish	a	
new	process	of	purification	of	PEGylated	conjugates.	
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